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FOOD LEGUMES: 
Feeding the growing population respecting planetary boundaries

Garten et al. 2020



Chickpea

Cicer arietinum

Lentil

Lens culinaris

White Lupin

Lupinus albus

(2n=2x=16; ~740Mbp) 

(2n = 14, ~4Gb) (2n=50; ~450Mbp) 

Common bean

Phaseolus vulgaris

(2n=2x=22; ~520Mbp) 

L. mutabilis (2n=48; ~930 Mbp)



https://www.pulsesincrease.eu/publications/academic-publications



https://www.pulsesincrease.eu/publications/academic-publications 



SSD development and seed increase
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Multi-location field trials
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Testing for drought in controlled conditions
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Metabolomics
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5 high-quality genomes and the whole-genome reads of 339 genotypes. We identified ~242.78Mb sequences containing 7,495 
new protein-coding genes absent from the reference and a high proportion of presence-absence variations (PAV 42%) 
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Common bean Pangenome



Caratteri e ambientidi
interesse, Scienza
Partecipativa, Tecnologie
innovative e  smart

INCREASE primo pilastro: sviluppo
dell’infrastruttura genomica per valorizzare
le risorse genetiche dei legumi alimentari

INCREASE: secondo pilastro:
Scienza partecipata, coinvolgimento degli

stakeholders e scienza dei cittadini

Collezioni basate su line pure, Collezioni
ben studiate utilizzando la genomica e la 
Phenomica: predizione genomica e 
sistemi di visualizzazione dei dati di facile 
utilizzazione



www.pulsesincrease.eu

RICERCA PARTECIPATA

Consorzio degli Stakeholder

http://www.pulsesincrease.eu/
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Main aims: 
Increase citizen awareness about PGR

Phenotyping more than 1000 SSD lines of P. vulgaris across multiple environments
Test a decentralised conservation approach feasibility and develop a prototype     





2023: 
9293 cittadini

registrati da 29 paesi

2021-2023
16799 cittadini

+ 270%  incremento
rispetto 2021



Tracciabilità e integrazione nel Sistema GLIS gestito dall’ ITPGRFA-FAO
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Dalla scienza dei cittadini alla
Conservazione decentralizzata delle

risorse genetiche agrarie



Grazie!!
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